Determination of Combined Amino Acids
by Sykam Amino Acid Analyzer
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Eleunt: Sodium Citrate Buffer A-1, B-1, Reg. Sol
Reagent: Ninhydrin Reagent with Reducing Solution
Standard: Amino Acid Standard Solution Type-H
Column: Sykam LCA K06/Na Cation Separation column
Sykam LCA K04/Na Ammonia Filter column
Flow Rate: Buffer: 0.45 ml/min | Ninhydrin: 0.35 ml/min
Run Cylce: 60 min
Inj. Vol 100 ul
-----
Initial 100 0 0.45
10 100 0 0.45
10.1 80 20 0 0.45
23 80 20 0 0.45
23.1 32 68 0 0.45
29 32 68 0 0.45
29.1 12 88 0 0.45
35 12 88 0 0.45
35.1 0 100 0 0.45
42 0 100 0 0.45
42.1 0 100 0.45
45 0 100 0.45
45.1 100 0 0 0.45
60 100 0 0 0.45
 Tme  Temperature[*C]
0 57
31 57
32 74
51 74
52 57
60 57

Eleunt: Sodium Citrate Buffer A-4, A-5, B-1, Reg. Sol
Reagent: Ninhydrin Reagent with Reducing Solution
Standard: Amino Acid Standard Solution Type-H
Column: Sykam LCA K13/Na Cation Separation column
Sykam LCA K04/Na Ammonia Filter column
Flow Rate: Buffer: 0.45 ml/min | Ninhydrin: 0.35 ml/min
Run Cylce: 60 min
Inj. Vol 100 ul
-----
Initial 100 0 0
6 100 0 0
6.1 16 84 0 0
22.5 16 84 0 0
22.6 0 88 12 0
29 0 88 12 0
29.1 0 73 27 0
38 0 73 27 0
38.1 0 56 44 0
44 0 56 44 0
44.1 0 0 100 0
60 0 0 100 0
60.1 0 0 0 100
63 0 0 0 100
63.1 100 0 0 0
81 100 0 0 0
~ Tme  Temperature[']
0 68
13 68
14 56
36 56
46 56
81 68
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Time  A-1(A-4) Reg.Sol. Flow

Initial 0 100 0.1
10 0 100 0.1
10.1 0 100 0.2
20 0 100 0.2
20.1 0 100 0.3
GEL“ deirev:]t 30 0 100 0.3
30.1 0 100 0.4
35 0 100 0.4
35.1 0 100 0.45
45 0 100 0.45
45.1 100 0 0.45
80 100 0 0.45
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Figure 3. Hydrolysate Program
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Figure 4. Extended Hydrolysate Program% =%t18
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© Limitof ColumnPerformance for LAKGS 0, separation column Syka
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SykamLCA K06 3! LCA K13/Na
Resolution THR/SER > 1.3 C 2 0t Mprs ASS HOELE 218
SOl S L .
Asymmetry N/A
Efficiency N/A =2k, MY, 2 8 =20l B EoHen
~ Limitof Column Performance for LCAKI3 N £0S BREE emeL
Resolution THR/SER > 1.3 Sykam Amino Acid Analyzer S433, S633 25 &

d An
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Asymmetry 08715 o 56331} 54330] A2 A 7|AK S40| it
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RSD of Area, Retention time < 1.5 %  [Precision] @Oot=Fntsto = HetFA|H s =e| S LT
Correlation Factor of Peaks > 0.999  [Linearity]
Resolution between ILUE/LUE > 1.5  [Resolution]
-only valid for extended hydrolysate program
MY Ol M T A B OISO 2t g2y
EMK|et Zelk gL ofefet Z&5 LTt
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Factor
Compound Name Ammonia RSD of Area 1.10%
. RSD of o
Compound Name Histidine Retention Time 0.65%
Concentration 300 Resolution 1553
[nmol/ml]
Concentration 200 Resolution 1.574
[nmol/ml]
Concentration 100 Resolution 1594
[nmol/ml]
Concentration 50 Resolution 1.602
[nmol/ml] o0
Concentration 25 Resolution 1.601 g
[nmol/mi] | A- 100 O (z)or 3 1}3t
Concentration Resolution SCIENTIFIC
12.5 1.559
[nmol/ml]
Concentration 6.25 Resolution 1.583

[nmol/ml]
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